digests9 (Fig I B) . Both probes were kindly provided by Dr P. Leder.
EcoRI,
and BamHI digests were hybridized to a CT 3 probe detecting 12-kb and 4.2-kb germline bands.8 (Fig lC) tBl positive cells were 38% in (a) and 5% in (b). were detected in patient no. 5 at both states (Fig 3) .
In patient no. 6, kappa-light chains were deleted at both instances. Faintly hybridizing bands of germline size in this case represent, in all likelihood, contamination of cell samples with no leukemic cells.
In all other patients studied, kappa-light-chain sequences were in germline configuration (data not shown). In patient no. 10, exhibit- ing germline Ig-heavy-chain sequences at both disease states, examination ofTf. genes was informative; this pre-T ALL lacked Tfl-gene rearrangements initially; however, at relapse, a Tf gene rearrangement was visible (Fig 4) 
.
Tfl rearrangements in both disease states (Fig 4) , while the pattern of Ig rearrangements was entirely different (Fig 2) as outlined above. With these three exceptions, in the remaining patients 1-fl genes were in germline configuration at both instances (not shown). 
DISCUSSION

